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NHMFL Instrumentation Development
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2+ Charge State
Isolated by SWIFT

Monoisotopic Mass

m(e-) = 0.00054 Da

0.000452 ± 0.000005 Da

= 3,300,000∆m
m

(S2H8 vs. N4O)
RVMRGMR vs. RSHRGHR (MW ≈ 904 Da)

He, Hendrickson

906.494906.488 906.491 m (Da)
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17,000+ Compositionally Distinct Components of S. Amer. 
Crude Oil Resolved by 9.4 Tesla Electrospray FT-ICR MS 
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Activated Ion ECD
ECD 10 ms
Delay 1 ms

IRMPD 100 ms (8 W)
(30 scans)
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Molecular Mechanism of RNA Packaging
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Orientation of P4 within its Procapsid
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Amide IAmide II
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5th N. Amer. FT-ICR MS Conference
Key West, FL     17-20 April, 2005
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